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Seqguences of the complete ITS and the D2-D3 expansion segment of the 28S gene of rDNA obtained from fifty-four valid and
seven undescribed species of cyst forming nematodes from the genera Afenestrata, Betulodera, Cactodera, Dolichodera,
Globodera, Heterodera and Punctodera and have been analysed using maximum parsimony. On the phylogenetic trees the
species clustered in several major clades corresponding to the morphological grouping and present taxonomic division. The
analysis yielded six main morphological groups within the genus Heterodera: Avenae, Sacchari, Humuli, Schachtii, Cyperi and
Goettingiana. Phylogenetic relationships between some of the Heterodera groups were not well resolved. The Goettingiana
group occupied a basal position within Heteroderinae. Molecular data strongly supported monophyly of the Punctoderinae
containing the genera Cactodera, Globodera, Punctodera, Betulodera and Dolichodera. Punctodera and Dolichodera have
sister relationships. Analysis of the D2-D3 expansion segment of the 28S gene only partly resolved relationships within basal
groups of Heteroderidae.
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Strict consensus of 27 equally parsimonious trees from analyses (unweighted parsimony analyses with gaps treated as missing data) of ITS sequence
data for 64 species of Heteroderidae. Bootstrap value more than 70% 1s given on branches.
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